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5- Gene Ontology Graph (GO graph)
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2- Co-express Genes
3- Co-regulated Genes
4- BiClustering
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CAMWI Method

Input: G(V, E): A weighted PPl network, a, B : seed
and set thresholds

Output: Complexes: the detected protein complexes

1-Seeds < SeedSelection(G, a)

2-Cores € CoreFinding(G,Seeds)

3-InitComplexes €< CoreGrowing(G,Cores, B)

4-Complexes < Filtering(InitComplexes)
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